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CLUSTAL V alignment of human and rat B18 amino acid sequences (Identity: 
90%, Homology: 97.5%): 



BIBhum 
B18rat 



MAPIKVGDAIPAVEVFEGEPGNKVNIAELFKGKKGVLFGVPGAFTPGCSK = SEQIDNOl 
MAPIKVGDTIPSVEVFEGEPGKKVNLAELFKDKKGVLFGVPGAFTPGCSK 



B18hum 
B18rat 



THLPGFVEQAEALKAKGVQWACLSWDAFVTGEWGRAHKAEGKVRLLAD 
THLPGFVEQAGALKAKGAQ\^CLSWDVFVTAEWGRAHQAEG FIG, 5a 



B18hum 
B18rat 



PTGAFGKETDLLLDDS LVS I FGNRRLKRFSMWQDGIVKALNVEPDGTGL 
PTGAFGKETDLLLDDSLVSLFGNRRLKRFSMVIDKGVVTCALNVEPDGTGL 



B18hum 
B18rat 



TCSLAPNIISQL 
TCSLAPNILSQL 



CLUSTAL V alignment of human and mouse B18 amino acid sequences (Identity: 
91%, Homology: 96%) : 



B18hum MAPIKVGDAIPAVEVFEGEPGNKVNLAELFKGKKGVLFGVPGAFTPGCSK 

B18mouse MAPIKVGDAIPSVEVFEGEPGKKVNLAELFKGKKGVLFGVPGAFTPGCSK 

BIBhum THLPGFN^QAEALKAKGVQWACLSWDAFVTGEWGRAHKAEGKVRLI^ 

BIBmouse THLPGFVEQAGALKAXGAQVVACLS VNDVFVT EEWGRAHQAEGKVRLLAD 

BIBhum PTGAFGKETDLLLDDSLVSI FGNRRLKRFSMWQDGIVKALNVEPDGTGL 

BIBmouse PTGAFGKATDLLLDDSLVSLFGNRRLKRFSMVIDNGIVKALNVEPDGTGL 



B18hum 
BIBmouse 



TCSLAPNIISQL 
TCSLAPNILSQL 



CLUSTAL V alignment of human and rat cDNA sequences (identity: 612/780, 
78.5%) : 



B18hum 
BIBrat 



GCCAGGAGGCGGAGTGGAAGTGGCCGTGGGGCGGGTATGGGACTAGCTGG 
TG CGTC CTAGGCAG 



B18hum 
B18rat 



CGTGTGCGCCCTGAGACGCTCAGCGGGCTATATACTCGTCGGTGGGGCCG 
CATA GCC GGA TCGGTGCTCCGTGCATCGGCTACTTGGAC — 



B18hum 
B18rat 



GCGGTCAGTCTGCGGCAGCGGCAGCAAGACGGTGCAGTGAAGGAGAGTGG 
GTGCGTGGCAGGCAGAGCAGGCCGG AAAGGAGCAG GTT GG 
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B18hum 
B18rat 



GCGTCTGGCGGGGTCCGCAGTTTCAGCAGAGCCGCTGCAGCC7VTGGCCCC 
GAGTGTGGTGGGGCCCGCAGCTTCAGCAGTGCCGCGGTGACTATGGCCCC 
* * * *** * * * * ****** ******** * * * * * * * + + ★ 



B18hum 
B18rat 



AATCAAGGTGGGAGATGCCATCCCAGCAGTGGAGGTGTTTGAAGGGGAGC 

GATCAAGGTGGGAGACACCATTCCCTCAGTGGAGGTATTTGAAGGGGAAC 
************** * * * * * * ********** *********** * 



B18hum 
B18rat 



CAGGGAACAAGGTGAACCTGGCAGAGCTGTTCAAGGGCAAGAAGGGTGTG 
CTGGAAAGAAGGTGAACTTGGCAGAGCTGTTCAAGGACAAGAAAGGTGTT 
* ** * * ********* ****************** ****** ***** 



B18hum 
B18rat 



CTGTTTGGAGTTCCTGGGGCCTTCACCCCTGGATGTTCCT^AGACACACCT 

TTGTTTGGAGTCCCTGGGGCATTTACACCTGGCTGTTCCAAGACCCATCT 
********** ******** ** ** ***** *********** ** ** 



B18hum 
B18rat 



GCCAGGGTTTGTGGAGCAGGCTGAGGCTCTGAAGGCCAAGGGAGTCCAGG 

GCCTGGGTTTGTGGAGCAAGCCGGAGCTCTGAAGGCCAAGGGAGCACAAG 
*** ************** ** * ******************* ★* * 



B18hum 
B18rat 



TGGTGGCCTGTCTGAGTGTTAATGATGCCTTTGTGACTGGCGAGTGGGGC 
TGGTGGCCTGTCTGAGTGTTAATGATGTCTTCGTGACTGCAGAGTGGGGT 
*************************** *** ******* ******** 



Bl8hum 
Bl8rat 



CGAGCCCACAAGGCGGAAGGCAAGGTTCGGCTCCTGGCTGATCCCACTGG 

CGAGCCCACCAGGCAGAAGGCAAGGTTCAGCTCCTGGCTGACCCCACTGG 
********* **** ************* ************ ******** 



B18hum 
B18rat 



GGCCTTTGGGAAGGAGACAGACTTATTACTAGATGATTCGCTGGTGTCCA 

AGCTTTTGGAAAGGAGACAGATTTACTACTAGATGATTCTTTGGTGTCTC 
** ***** *********** *** ************* ******* 



B18hum 
B18rat 



TCTTTGGGAATCGACGTCTCAAGAGGTTCTCCATGGTGGTACAGGATGGC 

TCTTTGGGAATCGTCGGCTAAAAAGGTTCTCCATGGTGATAGACAAGGGC 
************* ** ** ** *************** ** * * *** 



B18hum 
B18rat 



ATAGTGAAGGCCCTGAATGTGGAACCAGATGGCACAGGCCTCACCTGCAG 

GTAGTAAAGGCACTGAACGTGGAGCCGGATGGCACAGGCCTCACCTGCAG 
**** ***** ***** ***** +* *********************** 



B18hum 
B18rat 



CCTGGCACCCAATATCATCTCACAGCTCTGAGGCCCTGGGCCAGATTACT 

CCTGGCCCCCAACATCCTCTCACAACTCTGAGGCCCTGA-CCAGA — ATG 
****** ***** *** ******* ************* ***** * 



B18hum 
B18rat 



TCCTCCACCCCTCCCTATCTCACCTGCCCAGCCCTGTGCTGG-GGCCCTG 
TCCTCTGACTCTCCC-ATCTCCTCCACCCAGCTCTGGGCCAAAGGCCCAG 
***** * ***** ***** * ****** *** ** ***** * 



B18hum 
B18rat 



CA ATTGGAATG TTGGCCAGATTTCTGC 

TACCTCCTTACCTGAGGGCCACTGGAATGGAACCTTGACAATATTTCTGC 
* * ******* *** * * ******** 



B18hum 
B18rat 



AATAAACACTTGTGGTTTGCGGAAAAAAA 

AATAAAC AGTT - T AATTT GT GAAAAAAAAAAAAAAAAAAAAA 
******** ** * **** * ******* 
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CLUSTAL V alignment of human and mouse cDNA sequences (Identity: 552/675, 
81.8%) : 

FIG.Sc 



B18hum GCCAGGAGGCGGAGTGGAAGTGGCCGTGGGGCGGGTATGGGACTAGCTGG 

B18mouse 

B18hum CGTGTGCGCCCTGAGACGCTCAGCGGGCTATATACTCGTCGGTGGGGCCG 

B18mouse TGCTCCGTG CATCGACGTGCTTG 

* * * * * + * -*• ♦ 

Bl 8hum GCGGTCAGTCTGCGGCAGCGGCAGCAAGACGGTGCAGTGAAGGAGAGTGG 

BIQmouse GCAGGCAG AGCAGGCCGG AAAGAAGCAGGTTGG 

B18hum GCGTCTGGCGGGGTCCGCAGTTTCAGCAGAGCCGCTGCAGCCATGGCCCC 

B18mouse GAGTGTGGCGGAGCCCGCAGCTTCAGCAGCTCCGCGGTGACCATGGCCCC 



Bl8hum AATCAAGGTGGGAGATGC CAT C C CAGCAGT GGAGGT GTTTGAAGGGGAGC 

B18mouse GATCAAGGTGGGAGATGCCATTCCCTCAGTGGAGGTATTTGAAGGGGAAC 



Bl 8hum CAGGGAACAAGGTGAACCTGGCAGAGCTGTTCAAGGGCAAGAAGGGTGTG 
BISmouse CGGGAAAGAAGGTGAACTTGGCAGAGCTGTTCAAGGGCAAGAAAGGTGTT 



B18hum CTGTTTGGAGTTCCTGGGGCCTTCACCCCTGGATGTTCCAAGACACACC7 
BISmouse TTGTTTGGAGTCCCTGGGGCATTTACACCTGGCTGTTCTAAGACCCACCT 



Bl 8 hum GCCAGGGTTTGTGGAGCAGGCTGAGGCTCTGAAGGCCAAGGGAGTCCAGG 
B18mouse GCCTGGGTTTGTGGAGCAAGCTGGAGCTCTGAAGGCTAAGGGAGCGCAGG 



Bl8hum TGGTGGCCTGTCTGAGTGTTAATGATGCCTTTGTGACTGGCGAGTGGGGC 
BISmouse TGGTGGCCTGTCTGAGCGTTAATGACGTCTTTGTGATTGAAGAGTGGGGT 



B18hum CGAGCCCACAAGGCGGAAGGCAAGGTTCGGCTCCTGGCTGATCCCACTGG 
BISmouse CGAGCCCACCAGGCAGAAGGCAAGGTTCGGCTCCTGGCTGACCCCACTGG 



Bl 8hum GGCCTTTGGGAAGGAG^CAGACTTATTACTAGATGATTCGCTGGTGTCCA 
BISmouse AGCCTTTGGGAAGGCGACAGACTTATTATTGGATGATTCTTTGGTGTCTC 



Bl 8hum TCTTTGGGAATCGACGTCTCAAGAGGTTCTCCATGGTGGTACAGGATGGC 
B18mouse tCTTTGGGAATCGTCGGCTGAAAAGGTTCTCCATGGTGATAGACAACGGC 



B18hum ATAGTGAAGGCCCTGAATGTGGAACCAGATGGCACAGGCCTCACCTGCAG 
BISmouse ATAGTGAAGGCACTGAACGTGGAGCCAGATGGCACAGGCCTCACCTGCAG 



B18hum CCTGGCACCCAATATCATCTCACAGCTCTGAGGCCCTGGGCCAGATTACT 
BISmouse CCTGGCCCCCAACATCCTCTCCCAACTCTGAGGCCCTGG-CCAGATG 



BIShum TCCTCCACCCCTCCCTATCTCACCTGCCCAGCCCTGTGCTGGGGCCCTGC 

B18mouse TCCTCTGACTCTCCC-ATCTCTCCCACCCGGCTCT AGGCC 

+ ★ ***** ***** ** + ** *** + 



B18hum 
B18mouse 



